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Exons 1-10 

atgc^gaggtcgcctctggaaaaggccagcgttgtctccaaact^^ 
gatacagacagcgcctggaattgtcagacatataccaaatcccttc 
ggaaagagaatgggatagagagctggcttcaaagaaaaatcctamctcattaato 

agatttatgttctatggaatctttttatatttaggggaagtcaccaaagcagtacagcctctcttactgggaagaat^ 

TAGCTTCCTATGACCCGGATAACAAGGAGGAACGCTCTATCGCGATTTATCTAGGCATAGGCTTATGCCTTCTCTTTAT 

TGTGAGGACACTGCTCCTACACCCAGCCATTTTTGGCCTTCATCACATTGGAATGCAGATGAGAAT^ 

TTGATTTATJAGAAGACTTTAAAGCTGTCAM 

CCAACAACCTGAACAAATTTGATGAAGGACTTGCATTGGCACATTTCGTGTGGATCGCTCCTTTGCAAGTGGCACT 
CATGGGGCTAATCTGGGAGTTGTTACAGGCGTCTGCCTTCTGTGGACTTGGTTTCCTGATAGTCCTTGCCCTTTTTCAG 
GCTGGGCTAGGGAGAATGATGATGAAGTACAGAGATCAGAGAGCTGGGAAGATCAGTGAAAGACTTGTGATTACCTC^ 
AAATGATCGAGAACATCCAATCTGTTAAGGCATACTGCTGGGAAG 

AACAGAACTGAAACTGACTCGGAAGGCAGCCTATGTGAGATACTTCAATAGCTCAGCCTTCTTCTTCT 

GTGGTGTTTTTATCTGTGCTTCCCTATGCACTAATCAAAGGAATCATCCTCCGGAAAATATTCACCACCATCTCATTCT 

GCATTGTTCTGCGCATGGCGGTCACTCGGCAATTTCCCTGGGCTC 

CAAAATAt^GGATTTCTTACAAAAGCAAGAATATAAGACATTGGAATAT^ 

AATGTAACAGCCTTCTGGGAGGAGGGATTTGGGGAATTATTTGAGAM 

CTAATGGTGATGACAGCCTCTTCTTCAGTAATTTCTCACTTCTTGGTACTCCTGTCCTGAAAGATATTAATTTCAAGAT 

agaaagaggacagttgttggcggttgctggatccactggagcaggcaagac^ 
tt&k aaccaagt gaaggcaagatcaaacattccggccgcatc^ 

ggag" 

Trans- splicing domain 

htaafiatatcaccgatatgtgtctaacctgattcgggccttcgatacgctaagatccaccgg 

tcaaaae^ttttcac^taatttcttacctcttcttg;^ 

gaaacaccaatga t attttctttaatggtgcctggcataa 

arttaattttaccctctgaattctccatttctcccataatcatcattacaactgaactctggaaataaaacccatcatt 
attaactc&ttatcaaatcacgct 
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Trans-splicing domain 

AATAATGACGAAGCCGCCCCTCACGCTCAGGATTC&CTT 
^TGTAAAGATTCTATTAACTCATTTGATTCAAAATATTT^ 

fiaAACATTATTATAACGTTGCTCGAATACTAACTGGTACCTCTTCTTTTTTTTTTGATATCCTGCAG 
Exons 10-24 

ACTTCACTTCTAATGATGATTATGGGAGAACTGGAGCCTTCAGAGGGTAAAATTAAG»CAGTGGAAGAATTTCATTCT 
GTTCTCAGTTTTCCTGGATTATGCCTGGCACCATTAAAGAAAATATCATCTTTGGTGTTTCCTATGATGAATATAGATA 
CAGAAGCGTCATC7AAGCATGCCAACTAGAAGAGGACATCTCCAAGTTTGCAGAGAAAG 

GGTGGAAT CACA CTGAGTGGAGGTCAACGAGCAAGAATTTCTTTAG CAAGAGCAGTATACAAAGATGCTGATTTGTATT 
TATTAGACTCTCCTTTTGGATACCTAGATGTTTTAACAG 

TAACAAAACTAGGATTTTGGTCACTTCTAAAATGGAACATTTAAAGAAAGCTGACAAAATATTAATTTTG^ 

AGCAGCTATTTTTATGGGACATTTTCAGAACTCCAAAATCTACAGCCAGACTTTAGCTCAAAACrCATGGGATG 

CTTTCGACCAATTTAGTGCAGAAAGAAGAAATTCAATCCTAACT 

TCCTGTCTCCTGGACAGAAACAA7VAAAACAATCTTTTAAACAGACTGGAGAGTTTGGGGAAAAAAGGAAGAA 
CT CAAT CCAAT CAACTCTATACGAAAATTTTCCATTGTGCAAAAGACTCCCT 

CTGATGAGCCTTTAGAGAGAAGGCTGTCCTTAGTACCAGATTCTGAGCAGGGAGAGGCGATACTGCCTCGCATCAGCGT 

GATCAGCACTGGCCCCACGCTTCAGGCACGAAGGAGGCAGTCTGT^ 

CAGAACATTCACCGAAAGACAACAGCATCCA 

TATATTCAAGAAGGTTATCTCAAGAAACTGGCTTGGAAATAAGTGAAGAAAT^ 
TTTTGATGATATGGAGAGCATACCAGCAGTGACTACATGGAACAC^ 

ATTTTTGTGCTAATTTGGTGCTTAGTAATTTTTCTGGCAGAGGTGGCTGCTTCTTTGGTTGTGCTGTGGCTCCTTGGAA 
ACACTCCTCTTCAAGACAAAGGGAATAGTACTCATAGTAGAAATAAC^ 

GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGATTCTTCAGAGGTCTACCACTGGTG 

CATACTCTAATCACAGTGTCGAAAATTTTACACC7VCAAAATGTTACATTCTGTTCTTCAAGCACCT 

ACACGTTGAAAGCAGGTGGGATTCTTAATAGATTCTCCTiAAGATATAGCAATTTTGGATGACCT^ 

ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGC^GTTTTACAACCCTACATCTTTGTT 
GCAACAGTGCCAGTGATAGTGGCTTTTATTATGTTGAGAGCATATTTCC^ 
AATCTGAAGGCAGGAGTCCAATTTTCACTCATCTTGTTACAAGCT 
^ GC AGCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAAT^ 

Q CGC tggttccaaatgagaatagaaatgatttttgtcatcttcttcattgctgttaccttcatttcc^ 

UJ GAG AAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCAGTGGGCrGT 

Z CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 

Z ACCAAGTCAACCAAACCATACAAGAATGGCCAACTCTCGA 

<C ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCACAGCAAAATACACAGAAGGTC^ 
Jj£ GAACATTTCCTTCTCAATAAGTCCTGGCCAGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAGTACTT^ 
TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGAAATCCAGATCGATGGTC 

AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAACATTTAGAAAAAACTT^ 

TGAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTT^ 

^GCTTGACTTTGTCCTTGTGGATGGGGGCTGTGTCCTAAGC 

TTCTCAGTAAGGCGAAGATCTTGCTGCTTGATGAACCC^GTGCTO^TTTGGATCCAGTAACATACCAAATAATTAGAAG 
jjVCTCTAAAACAAGCATTTGCTGATTGCACAGTAATTCT 

TTTTTGGTCATAGAAGAGAACAAAGTGCGGCAGTACGATTCCATCCAGAAACTGCTGAACGAGAGGAGCCTCTTCC^ 
AAGCCATCAGCCCCTCCGACAGGGTGAAGCTCTTTCCCCACCGGAACTCAAGCAAGTGCAAGTCTAAGCCCC^ 

Histidine tag Stop 
TGCTCTGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATCATCATCATCATCATTAG 
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SMaRT Strategy bv 3' Exon Replacement: Schematic diagram of a 

PTM binding to the 3' splice site of the HPV mini-gene target 
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Hi ] a PTM binding to the 5' splice site of the HPV mini-gene target 
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